Introduction
Fluomochromes that intercalate within the nucleic acid double helix are widely used in fluorescence microscopy, quantitative microdensitometry, and flow cytometry (7) . Ethidium bromide (2,7diamino-9-phenyl phenantridinium bromide; EB) and propidium iodide (3,8-diamino.5 after rinsing with water, they were stained with PTA for 15-30 mm and then rinsed in water.
Control.
The grids were floated on water at pH 8.4 for 30 mm and then stained with PTA, as above. In Vitro. A drop of 1% PTA solution was added to 0.5 ml ofa 50 pg/mI EB or P1 solution in water.
Results
In vitro, the addition of PTA to a solution of EB on P1 provokes a sudden change in color (reddish to purple for EB and orange to purple for P1), starting at a dilution of 50 pg/mI; at higher dilutions, the fluorochnome solutions are transparent.
In Figure  1 
Low Fluorochrome Concentration
When EB on P1 is used at a concentration of 1 pig/mb, the section is low-contrasted; the reaction product is finely granular and little more electron dense than the background. Raising the concentration to 5 pg/mb, a more dense chromatin, nucleolar, and nibosomab staining is obtained ( Figure  3) , and from 30 pg/mI the reaction product begins to be more granular ( Figure  4 ). :
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, ;1 :' ' ing at the nuclear level and abolishes the staining ofnucleolus and ribosomes. The staining product is easily seen at the condensed chromatin level ( Figure  7) . Treatment with DNAse, as shown in Figure  8 , results in staining of the nucleolus and nibosomes only, the chromatin exhibiting only a faint inner contrast.
Resin Embedding
The best results were obtained using LR White resin, but this technique can be applied successfully on Lowicryb K4M sections, as shown in Figure  9 . Epon sections were also used, and the staining pattern was as good as for the other resins ( Figure  4 ).
Discussion
Our results can be summarized as follows. chromatin (c). After digestion of proteins, the staining pattern is similar to that of Figure 5 . Bar = 0.1 srn. 
